[Chromatin structure and gene activation].
Nucleosome is the basic unit of chromatin. Nucleosome repression on gene transcription is a dominant factor in the tissue or cell type specific expression on a gene from the whole genome of an eukaryote. Derepression of chromatin to an open conformation may lead to the promotion of gene transcription. The nature of chromatin remodeling, the role of histone acetyltransferase and deacetylase, the repression mechanisms of chromatin induced by the methylated CpG binding proteins are discussed in this paper. The role of chromatin in the pathogenesis of diseases has attracted broad interests from the clinicians. Cis-elements of chromatin DNA helps defining the functional segments within the genome, which provide indispensable evidences to bio-informatics, and to the linkage between genomics and proteomics. Additionally, in vitro assembly of chromatin from multiple bio-active molecules to display new functions on gene activity indicates the growing importance of integrating studies in life sciences in the coming century.